p53Ex8-9L 5' CAC GCT ATC CCG TTA GAC ATC TTA GTA ATT GAG GTG CGT GTT TGT GCC TGT C 
3* (SEQ. ID. NO. 7) 

p53Ex8-10R 5'CTG GGA GAG ACC GGC GCA CAT TAC TA C ATA GTG CGG TAG TTG GC V (SEQ. ID. 
NO. 8) 

SODEx-3-1 1L 5' CAC GCT ATC CCG TTA GAC ATC TGT ACC AGT GCA GGT CCT CAC TTT AAT C 3' 
(SEQ. ID. NO. 9) 

SODEx-3-12R 5'CTC TAT CCA GAA AAC ACG GTG GGC CGC T AC ATA GTG CGG TAG TTG GC 3' 
(SEQ. ID. NO. 10) 



/ 



PCR Primers: 

ZipALglF 5' Fam-GGA G CA CGC TAT CCC GTT AG A C 3'(SEQ. ID. NO. 11) (Tm = 71°C) 
ZipBLg2R 5 ' CGC TG C CAA CTA CCG CAC TAT G 3 9 (SEQ. ID. NO. 12) (Tm = 72°C) (SEQ. ID. 
NO. 12) 

(Underlined sequences are common between LDR probes and ZipALglF or the complement of ZipBLg2R) 



At page 84, Table 9: 



Table 9 - LDR Oligonucleotide Sequences 




Locus Allele- Specific Oligonucleotide Common Oligonucleotide 

<5'~>3') (5*-->3>) 

1 FAM-AGCTTCAATGATGAGAACCTGC (SEQ. P-GC AT AGTGGTGGCTGAC C TGT T C AT AT (SEP. ID. 

ID. NO. 13) NO. 14) 

TET-AGCTTCAATGATGAGAACCTGT (SEQ. ID. 
NO. 15) 

FAM-CTCCATGGGCCCAGCC (SEQ. ID. NO. 16) P-AGCACTGGTGCCCTGTGAG (SEQ. ID. NO. 17) 
TET-CTCCATGGGCCCAGCT (SEQ. ID. NO. 18) 

FAM-GGGGACAGCCATGCACTGA (SEQ. ID. P-GCCTCTGGTAGCCTTTCAACCATA (SEQ. ID. NO. 

NO. 19) 20) 

TET-GGGGACAGCCATGCACTGC (SEQ. ID. 
NO. 21) 

F AMT T AGAAATC ATC AAGCCT AGGTC AT P-CACCTTTTAGCTTCCTGAGCAATGAT (SEQ. ID. 

(SEQ. ID. NO. 22) NO. 23) 

TET-T TAGAAATC ATC AAGCCT AGGTC AG 
(SEQ. ID. NO. 24) 

HEX-GGTTGTATTTGTCACCATATTAATTA P-ATTTTTCTCTATTGTTTTCATCTTTCAGGA (SEQ. 

(SEQ. ID. NO. 25) ID. NO. 26) 

HEX-ATGGTTGTATTTGTCACCATATTAATTG 
(SEQ. ID. NO. 27) 

FAM-GGGCCAAGAAGGTATCTACCA (SEQ. ID. P- AT AGTGTC T ATT AGGC AT T TGAAAAT GT GT AT 

NO. 28) * ' (SEQ. ID. NO. 29) 

TET-GGGCCAAGAAGGTATCTACCG (SEQ. ID. T 
NO. 30) 

FAM-ACACAGCAGCTTACTCCAGAGG (SEQ. P-TCAAGTCCAAGGCCATT GGC T TATA (SEQ. ID. NO. 

ID. NO. 31) 32) 
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TET-AC AC AGC AG C T T ACTCCAGAGA (SEQ. 
ID. NO. 33) 

FAM-CCAGCAAAGAGAAAAGAAGGG (SEQ. 
ID. NO. 34) 

TET-C C AGC AAAGAGAAAAGAAGGA (SEQ. ID. 
NO. 36) 

FAM-ATGATATTAGAGCTCACTCATGTCCA 
(SEQ. ID. NO. 37) 

TET-ATGAT AT TAG AGC T C AC TC ATGT C C G 
(SEQ. ID. NO. 39) 

HEX-TGCTGTCTTCCAGGAATCTGTT (SEQ. ID. 
NO. 40) 

HEX-ATTGCTGTCTTCCAGGAATCTGTG (SEQ. 
ID. NO. 42) 

HEX- GGAC AT AGT GAC CGT GC AGGTC (SEQ. 
ID. NO. 43) 

HEX- AT GGAC AT AGTGAC CGTGC AGGT T 
(SEQ. ID. NO. 45) 

HEX- C T ATGAC AC CGT C AT C AGC AGG (SEQ. 
ID. NO. 46) 

HEX-T AC T ATGAC ACCGTCATC AGC AGA (SEQ. 
ID. NO. 48) 



P-CCC C AGAAATC AC AGGTGGGCTAT (SEQ. ID. NO. 
35) 



P-TC AGT T T GGAAAAAGAC AAAGAATTC TT T (SEQ. 
ID. NO. 38) 



P-CAACTCTCTCGAAGCCATGTTCACAA (SEP. ID. 
NO. 41) 



P-CTTCCCCAGTGTGAGTGCCGTA (SEQ. ID. NO. 44) 



P-GACATCCAGGCCCCCGAC (SEQ. ID. NO. 47) 



The allele- specific oligonucleotides are 5' end labeled with either FAM, TET, or HEX All the common oligonucleotides are 
phosphorylated at the 5 * end. Underline denotes tails that are not complementary to the target sequence. LDR primer sets were designed in 
two ways: (i) allele- specific primers were of the same length hut contained either IvAM or TET lab el j or (n) the allele~specific primers were 
both labeled with HEX but differed in length by two bases. 



At page 88, Table 11: 



TABLE 11 - Primary PCR Primer Sequences 



T 



Number 
or 

Name 



Primer 
(5'~>3') 



1 



3 



J 



F GGAGCACGCTATCCCGTTAGAC AGCCAAGGGGAACCCTGAGAG (SEQ. ID. NO. 49) 

R CGCTGCCAACTACCGCACTATG ATCGTGGTCGAGGTGGTCACCATC (SEQ. ID. NO. 
50) 

F CCTCGTTGCGAGGCGTATTCTG TATTTCCTCrrCTGTAAAAGGGAAGTTTGT (SEQ. 
ID. NO. 51) 

R GCGACCTGACTTGCCGAAGAACA TGTCCCATCTCCTCTACCTGATAC (SEQ. ID. NO. 
52) 

F GGAGC ACGCT ATCCCGTTAGAC TAA AGATCTGTCTTGCGTCCC AGTC A (SEQ. ID. 
NO. 53) 
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ZipALgl 
ZipBLg2 
2ipCLg3 



R CGCTGCCAACTACCGCACTATG TATCAATTTTGCAGAGCTTAGATGGAATG (SEQ. 
ID. NO. 54) 

F CCTCGTTGCGAGGCGTATTCTG TAGCACTTGTGATCATGGTTTTAGAAATC (SEQ. ID. 
NO. 55) 

R GCGACCTGACTTGCCGAAGAAC TATCGTATTTGATGATCCTCATAAAGTTG (SEQ. 
ID. NO. 56) 

F GGAGCACGCTATCCCGTTAGACATCAGCCACTTGGAAGGAGCAAAC (SEQ. ID. NO. 
57) 

R CGCTGCCAACTACCGCACTATG ATGGACCATGGCTGAGTCTCCTTTAG (SEP. ID. 
NO. 58) 

F CCTCGTTGCGAGGCGTATTCTGAACCAACACGGAGAAGCATTGTTTTC (SEQ. ID. NO. 
59) 

R GCGACCTGACTTGCCGAAGAAC TATTAGCCTCAATCCTCATACTGACCTCTAC (SEQ. 
ID. NO. 60) 

F GGAGCACGCTATCCCGTTAGAC ATCTCCTAACATCTATGTACTGGATTATCTAAATG 
(SEQ. ID. NO. 61) 

R CGCTGCCAACTACCGCACTATG ATCTTACTCAAGTAATCACTCACCAGTGTTG (SEQ. 
ID. NO. 62) 

F CCTCGTTGCGAGGCGTATTCTG AATGAGTCAAATTGGCCTGGACTTG (SEQ. ID. NO. 
63) 

R GCGACCTGACTTGCCGAAGAAC TTAATTCCCGTGAGAAGGGAGATG (SEQ. ID. NO. 
64) 

F CCTCGTTGCGAGGCGTATTCTG AAGGATCTGGATGAAGCCATTTCTAAAC (SEQ. ID. 
NO. 65) 

R GOGACCTGACTTGCCGAAGAACTTGGAAAAGGTATTATAAGCAGAGAAAAGATG 
(SEQ. ID. NO. 66) 

F GGAGCACGCTATCCCGTTAGAC AGGACCGCAAAAGGCTTTCATC (SEQ. ID. NO. 67) 
R CGCTGCCAACTACCGCACTATG TAGCACCCAGGCTGTACCCAATTAG (SEQ. ID. NO. 
68) 

F CCTCGTTGCGAGGCGTATTCTG ATCGGGCGCTGGGCTTCAC (SEQ. ID. NO. 69) 

R GCGACCTGACTTGCCGAAGAAC ATCAGATGCCGCACTCCAAGAAG (SEQ. ID. NO. 

70) 

F GGAGCACGCTATCCCGTTAGAC ATAAGAGOCCACGGCGTCTCTTC (SEQ. ID. NO. 71) 

R CGCTGCCAACTACCGCACTATG TAAGAGACAGTGCCCAGGACAGAGTC (SEQ. ID. 
NO. 72) 

F GGAGCACGCTATCCCGTTAGAC (SEQ. ID. NO. 73) 
R CGCTGCCAACTACCGCACAT G (SEQ. ID. NO. 74) 
F CCTCGT GCGAGGCGTATTCT G (SEQ. ID. NO. 75) 
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ZipDLg4 R GCGACCTGACTTGCCGAAGAAC (SEQ. ID. NO. 76) 



Solid underline denotes the Zip ALgl and ZipBLg2 sequences. Dotted underline denotes the ZipCLgl and ZipDLg2 sequences. Linker 
sequences are indicated in bold. F= forward, R=re verse 
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